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FEATURES OF COLONIZATION BY THE MICROFLORA OF THE ORAL CAVITY
AND INTESTINES IN THE FIRST DAYS OF BIRTH IN PREMATURE INFANTS

e-mail: med_avtor@mail.ru

2 groups of newborns were examined: the 1st (main) group included 20 newborns (15 boys, 5 girls) with an average
gestational age of 30 weeks (range 25-36 weeks) and an average birth weight of 1125 g (range 560-1500 g). The 2nd (control)
group included 20 healthy newborn infants (15 boys, 5 girls). In the main group, 9 infants received mother's milk, 3 artificial
formula, 8 infants received parenteral nutrition; in the control group: 15 received mother's milk, 5 infants received artificial mixture.
A classical bacteriological study was performed. In the microbiocenosis of the oral cavity of children born to women with intestinal
and vaginal eubiosis, by the end of the first week, representatives of the resident flora were the predominant microflora: lactobacilli
(100.0 %, g 4.6+0.6 CFU/ sub unit.), bifidobacteria (75.0 %; Ig 2.7+0.3 CFU/sub unit.), non-pathogenic streptococci: S.mitis
(50.0 %, 1g3.5+0.5 CFU/sub unit), S.salivarius (75.0 %; lg 3.2+0.2 CFU/sub unit), S.sangvis (59.7 %,; Ig 2.4+0.6 CFU/sub unit);
coagulase-negative staphylococci: S.epidermidis (75.0 %; Ig 3.4+0.6 CFU/unit sub.). Representatives of the transient microflora
were found in a small percentage of observations and their contamination was insignificant: S.mutans (12.1 %; lg 2.2+0.2 CFU/sub
unit), S.aureus (25.0 %; Ig 2.2+0.8 CFU/sub unit), Klebsiellae (9.7 %; Ig 1.4+0.4 CFU/unit.sub.), Escherichia (4.8 %; 1g1.1+0.3
CFU/sub unit), fungi of the genus Candida (12.1 %; Ig 2.2+0.8 CFU/ sub unit).

As a result of the study, it was found that the flora of the throat and feces of premature infants at birth were predominantly
gram-negative bacilli, easily installed in the faeces, and to a lesser extent in the throat.
Key words: premature newborns, microflora of the oral cavity and intestines
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OCOBJIMBOCTI 3ACEJIEHHA MIKPO®JIOPOIO NOPOKHUHHU POTA I KHITKIBHUKA
B HEPHII JHI HAPOJKEHHSA Y HEJOHOWEHUX AITEN

Byno obcrexeno 2 rpymu HOBOHapomwkeHux: 1o 1-i (ocHoBHOI) rpymu ysiiiium 20 HoBoHapomkeHux (15 xmomwkis, 5
IiBYATOK) i3 ceperiv TepminoM earitaocTi 30 TokHIB (ftiarma3oH 25—36 THKHIB) Ta CepeIHBOIO BAroro npu HapopkerHi 1125 r (nianazon
5601500 r). [o 2-i (kouTposnbHOL) rpymH yBitium 20 3M0poBHX HOBOHApOmKeHnX (15 xmomurkis, 5 miBdarok). B ocHoBHiif rpyri 9
HEMOBJIAT OTPUMYBAIH MaTEPHHCHKE MOJIOKO, 3 — INTYYHY CyMilll, 8 HEMOBJIAT OTPHUMYBIH apEeHTEPaIbHE XapuyBaHHS; Y KOHTPOJIbHIH
rpymi 15 oTpuMyBamM MaTepHHCHKE MOJIOKO, 5 HEMOBISIT OTPUMYBAIM INTY4Hy CyMiml. IIpoBeneHO KiIacH4yHe OakTepionoridyHe
JIOCHIDKEHHS. Y MIKpoOiOIeHO31 pOTOBOI MOPOXKHIHM AITEH, HAPOPKEHHUX Bil KIHOK 3 KHIIIKOBHM 1 BariHAIGHAM €y0i030M, 10 KiHII
TEPIIOTO THKHS TIEPEBAKHOIO MIKPO(IIOPOIO OyITH MpeICTaBHIKN pesuieHTHOI (uopu: makrobammam (100,0 %, lg 4,6£0,6 KYO/ox.),
6idinobaxrepii (75,0 %, Ig 2,7+0,3 KYO/ox.), Hemarorersi crperrokoku: S.mitis (50,0 %; 1g3,5+0,5 KYO/ox.), S.salivarius (75,0 %; Ig
3,2+0,2 KYO/on.), S.sangvis (59,7 %; Ig 2,4+0,6 KYO/on.); xoarymasonerarussi cradinokoku: S.epidermidis (75,0 %; Ig 3,4+0,6
KYO/on. cy6.). [Ipe/icTaBHAKH TPAH3UTOPHOI MiKpOiopy Oy/Ii BUSBICHI B HEBETMKOMY BiZICOTKY CIIOCTEPEKEHD, 1 iXHS KOHTaMiHAIIis
Oyna HesHaurow: S.mutans (12,1 %; lg 2,2+0,2 KYO/on.), S.aureus (25,0%; lg 2,240,8 KYO/on,), kebeierm (9,7 %; Ig 1,4+0,4
KYOlcy6. on.), emrepuxii (4,8 %,; Ig 1,1+0,3 KYO/cy6. ox.), rpubn poxy Candida (12,1 %, Ig 2,240,8 KYO/cy6. on.). B pesymbrari
JIOCITI/DKEHHST OyJIO BCTaHOBJIIEHO, IO (iopa ropia Ta Kaly HEJOHONICHMX MiT€H HpH HApO[KEHHI CKIAjaiacsl NEpeBaKHO 3
TpaMHEraTUBHUX OalfiJl, JIErkO BOHH MOTPAIUIUIN B KaJl Ta MEHILIOK MIpOFO B FOPJIO.

KoiouoBi c10Ba: HeoHOIIEHI HOBOHAPOMKEH], MIKpOGIIOpa IMIOPOKHIHH POTA Ta KUIICTHHUKA.

The microflora of the oral cavity consists of 30 strains and represents the most complex form of
biocenosis, in which aerobes, facultative and obligate anaerobes constantly coexist, represented by
numerous and diverse species of gram-positive and gram-negative bacteria [12, 15]. The primary process
of digesting food and assimilating vitamins and nutrients takes place in the mouth. The gut microbiome
influences the development of the immune system and can play an important role in protecting against
bacteria and/or their toxins[1, 4].

In the structure of mortality, infections specific to the perinatal period, bacterial sepsis of newborns
and congenital pneumonia account for 23.5 % and occupy the first rank [8, 10].

In full-term children, the development of the microflora of the gastrointestinal tract has been
sufficiently studied and there is consensus among clinicians on these issues.Usually, the gastrointestinal
tract is sterile during intrauterine life, colonized within 24 hours after birth. The predominant microflora
strains fluctuate during the first 2—3 weeks of life and stabilize in accordance with the diet, usually by the
age of 1 month of the child. From this age, anaerobic bacteria begin to colonize the baby's intestines,
including pathogens that cause inflammatory processes. Bacterial colonization of an infant's mouth and
colon depends on many factors, including gestational age, method of delivery, diet, environment, and
exposure to antibiotics. In premature infants, humoral and cellular immunity and other protective factors
are insufficiently formed ; delayed and often inadequate colonization of microflora is observed, which leads
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to increased inflammatory reactions. Intestinal bacteria can predispose to necrotizing enterocolitis or
protect against it, a severe disease associated with prematurity [11]. According to the literature, the cause
of NEC is mainly prematurity; at the same time, due to the incomplete full development of the intestine,
artificial feeding contributes to a violation of the composition of the microflora and together they cause an
inflammatory reaction in the wall of the immature intestine. According to the results of experimental
studies, bacteria were assigned a decisive role in the pathogenesis of NEC [1]. The incidence of NEC in
newborns with very low birth weight ranges from 3 % to 15 %, while the high mortality rate ranges from
15 % to 30 % [3]. Studies comparing the microbiota of premature newborns who developed NEC compared
with control group newborns have shown that NEC leads to unusual types of intestinal microbes and an
overall decrease in microbiota diversity.

Infants who developed necrotizing enterocolitis had an increased proportion of Gammaproteobacteria
(p=0.0011) and a lower proportion of both Negativicutes (p=0.0013) and the combined Clostridia-
Negativicutes class (p=0.0051) compared to controls. These associations were strongest in both the primary
cohort and the general cohort of infants born at less than 27 weeks of gestation.M.A.Makarova, et al. (2017)
found that 6 % of children with intestinal dysbiosis are carriers of enteroaggregative E.coli. [6].

According to Malygin et al., a bacteriological study of the microbiota of the colon in premature
infants revealed a pronounced deficiency of obligate microflora; facultative anaerobic microorganisms
prevailed in the intestinal microbiocenosis. The isolation of anaerobic representatives in the early neonatal
period was at a low level, represented only by bacteroids (3.4 %; 4.5 lg CFU/g). Consequently, the
microbiota of the colon in premature infants with very low body weight (VLBW) and extremely low body
weight (ELBW) it is characterized by a sharp deficiency of obligate representatives (lactobacilli and
functionally significant E.coli) [7]. In the literature available to us, it was not possible to find a source
reflecting the state of the microflora of the oral cavity compared with the microflora of the large intestine
in premature newborns. In this aspect, the study of the composition of the microflora of the oral cavity and
colonizing the large intestine in premature newborns is of particular importance.

The purpose of the study was to investigate the features of the microflora of the oral cavity and
colonizing gastrointestinal tract in premature infants compared with full-term newborns.

Material and methods. 20 newborns (15 boys, 5 girls) with an average gestational age of 30 weeks
(range 25-36 weeks) and an average birth weight of 1125 g (range 560-1500 g). The second (control)
group included 20 healthy newborn infants (15 boys, 5 girls). In the main group, 9 infants received mother's
milk, 3 artificial formula, 8 infants received parenteral nutrition; in the control group: 15 newborns received
mother's milk and 5 infants received artificial formula. A classical bacteriological study was performed,
samples were taken within 8 hours after the birth of infants and once in the next 4 days. All samples were
processed within 1 hour after collection.Faecal smears were prepared and fixed for subsequent Gram
staining (Kopelov modification).

The results of light microscopy of all smears were compared with the results of seeding to verify
the adequacy of nutrient media and incubation methods. All samples were seeded on horse blood agar
(HBA; Columbia Agar Base, Oxoid), MacConkey agar (Oxoid) and mannitol salt agar (Oxoid) and
incubated under aerobic conditions at 370 C.

Real-time PCR techniques and high-performance sequencing (the lllumina platform) were used to
determine serotypes. The species identification of microorganisms was carried out by MALDI-TOF-MS
analysis. To quantify changes in the state of the microflora, an eubiotic index was used, reflecting the ratio
of the number of positive states of the microbiota to the number of negative ones. When processing the
data, the programs SeroBA, PneumoCaT and the software capabilities of the PUbMLST org Internet
resource were used.

The number of microbes of each species in 1 g of the clinical sample was determined by the number
of colonies grown on differential diagnostic nutrient media, calculated per unit of seed material. The
isolated pure cultures were identified by morphological, tinctorial, cultural and biochemical properties
according to the determinant of Bergey (1997).

The isolated pure cultures of microorganisms were tested for the presence of pathogenicity factors
(plasmocoagulase, lecithovetillase, hyaluronidase, hemolysin, DNA and RNA nucleases), persistent
properties (lysozyme, antilysocyme, antiinterferon activity) and sensitivity to 20 antibiotics by standard
discs. The qualitative presence and quantitative severity of the sign of anti-lysozyme activity of
microorganisms were determined by the method of O.V. Bukharin et al. (2000).

Cluster analysis and graphical representation of similarity coefficient matrices were performed
using the TreeCon for Windows v.1.3b program. The grouping of strains and the construction of
dendrograms were carried out using the unweighted pair-group method UPGMA.

Throat swabs have not been cultured for anaerobic bacteria because other studies have shown that
oral anaerobes are rare before the eruption of temporary teeth. During sowing, the cups were kept under a
stream of high-purity carbon dioxide (Carba, Melbourne, Australia) to maintain a reduced state.
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All crops were carried out in a standardized way. The aerobic tablets were examined after 24 and
48 hours. Anaerobic cups were incubated in anaerobic vessels. All patients signed an informed consent to
participate in the study. The work was carried out in accordance with the standards of good clinical practice
and the principles of the Helsinki Declaration. The study was approved by the local Ethics Committee of
the K. Faradzheva Research Institute of Pediatrics (Protocol No. 01-9 dated 01/22/2021).

For statistical processing of the obtained results, the 21st version (IBM Corp., Armonk, USA) of
the IBM SPSS Statistical for Windows software package was used. Nonparametric Mann-Whitney and
Kolmogorov-Smirnov criteria were used (with the Lilliefors correction). The methods of variational
statistics, the Shapiro-Wilk criterion, the Student's t-criterion, the Mann-Whitney, Friedman criterion and
the Wilcoxon paired criterion are applied. The Pearson (r) and Spearman (R) coefficients are calculated.
The Kaplan-Mayer method was used to assess survival. The values were assumed to be reliable at p<0.05.

Results of the study and their discussion. In the microbiocenosis of the oral cavity of children
born to women with intestinal and vaginal eubiosis, by the end of the first week, representatives of the
resident flora were the predominant microflora: lactobacilli (100.0 %, Ig 4.6£0.6 CFU/ sub unit.),
bifidobacteria (75.0 %; Ig 2.7+0.3 CFU/sub unit.), non-pathogenic streptococci: S.mitis (50.0 %, 1g3.5+0.5
CFU/sub unit), S.salivarius (75.0 %; Ig 3.2+0.2 CFU/sub unit), S.sangvis (59.7 %; lg 2.4+0.6 CFU/sub
unit); coagulase-negative staphylococci: S.epidermidis (75.0 %; Ig 3.4+0.6 CFU/unit sub.).
Representatives of the transient microflora were found in a small percentage of observations and their
contamination was insignificant: S.mutans (12.1 %; lg 2.2+0.2 CFU/sub unit), S.aureus (25.0 %; lg 2.2+0.8
CFU/sub unit), Klebsiellae (9.7%; lg 1.4+0.4 CFUlunit.sub.), Escherichia (4.8%; 1g1.1+0.3
CFU/unit.sub.), fungi of the genus Candida (12.1 %; lg 2.2+0.8 CFU/ unit.sub.).

The microbiota of the oral cavity of infants born to women with impaired microbial ecology of the
vagina and intestines (groups 2 and 3) differed from that in the comparison group with a significantly lower
content of resident and a greater representation of opportunistic species.

In healthy full-term newborns, intestinal microbiocenosis was dysbiotic from the first week of life,
due to the high specific gravity of opportunistic microorganisms such as klebsiella, staphylococcus,
citrobacter, proteus and enterobacter in 43.6 % (51) of children, and low content of lacto- and bifidobacteria
(Ig 3-4 and Ig 4-5 CFU/d, respectively).

E.coli had reduced enzymatic activity in half of the cases. When assessing the relationship between
the microbial status of various biotopes in the examined children, the following results were obtained:
violation of the intestinal microbial balance directly correlates with violations of the microecology of the
oral cavity (g=0.78; p<0.05).

In premature infants, among the various variants of associations, combinations of E. coli
(hemolytic strains or with altered enzymatic properties) with fungi of the genus Candida and
Staphylococcus aureus had the highest proportion (36.6 %). Less often, in 26.6 % of cases, the combined
presence of hemolytic Escherichia, Klebsiella, fungi of the genus Candida and coagulase-negative
staphylococci was noted. The peculiarities of the formation of intestinal microflora in them is a prolonged
phase of increasing infection, which is characterized by excessive growth of enterobacteria, staphylococci,
klebsiella, yeast-like fungi of the genus Candida, which have long occupied a dominant position in the
biocenosis of the digestive tract of children, the phase of stabilization of microflora by the end of the first
week of life in such children is noted only in isolated cases.

The results of bacteriological studies obtained from the throat in both groups are shown in Table 1.

Table 1

Aerobic bacterial flora of the throat in the examined children

. Detectability on day 4 in %

Microflora Underweight Full-term
It did not give any growth 35 (n=7) 85 (n=17)
Viridans streptococci 15 (n=3) 0
Strp.pneumonie 10 (n=2) 0
Streptococcus (A group) 0 0
Streptococcus (D group) 0 0
Staph/epidermidis 10 (n=2) 5 (n=1)
Staph. aureus 0 0
Lactobacillus spp. 0 0
E.Coli 10 (n=2) 5 (n=1)
Klebsilla spp. 5 (n=1) 0
Pseudomonas spp. 5 (n=1) 0
Enterobacter spp. 10 (n=2) 5 (n=1)
Proteus spp. 0 0
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The results of bacteriological studies obtained from feces in both groups are shown in Table 2.
Table 2

Aerobic bacterial flora of faeces in the examined children

. Detectability on day 4 in %

Microflora Underweight Full-term
It did not give any growth 35 (n=7) 85 (n=7)
Viridans streptococci 15 (=3) 0
Strp.pneumonie 10 (n=2) 0
Streptococcus (A group) 0 0
Streptococcus (D group) 0 0
Staph/epidermidis 10 (n=2) 5 (n=1)
Staph. aureus 0 0
Lactobacillus spp. 0 0
E.Coli 10 (n=2) 5 (n=1)
Klebsilla spp. 5 (n=1) 0
Pseudomonas spp. 5 (n=1) 0
Enterobacter spp. 10 (n=2) 5 (n=1)
Proteus spp. 0 0

The composition of aerobic flora in the faeces of both groups was lower in the number of flora
varieties than in the oral cavity. Five of the nine faecal samples from infants under the age of 4 days gave
aerobic gram-negative rods in an amount of more than 106 CFU / ml. Four of these infants received
antibiotics. The isolation of a species in decreasing numbers from successive specimens usually indicates
a transition to a new dominant strain.

According to O.G. Malygin and T.A. Bazhukova (2018), in the neonatal period, there is a pronounced
deficiency of colon microbiocenosis in premature infants [3]. By the age of 2 months, the intestinal microflora
is slowly forming, mainly due to bifidobacteria. The predominant pathogenic flora in the pharynx is
Staphylococcus aureus and beta-hemolytic streptococcus group A; conditionally pathogenic microorganisms
with abundant growth, excluding fungi and associations with pathogens, are found in 24.7 %: Streptoccocus
viridans — 52.2 %, Staphylococcus epidermidis — 30.4 % [10]. The microflora of the newborn's oral cavity is
mainly composed of: a) lactobacilli; b) streptococci; ¢) neisseria; d) spirochetes [9].

The supposed role of C. perfringens has not been confirmed in later studies [9]. The predominance
of proteobacteria was observed in fecal samples of patients with NEC 2 weeks before the clinical
development of NEC, which suggests that dysbiosis precedes the onset of NEC [5].

Multiple studies have shown that the main Clostridium species such as Clostridium perfringens, C.
butyricum and C. Neonatale play an important role in the etiology of NEC [5]. However, the reported
results vary greatly from study to study, and so far no pathogen has been identified as a specific cause of
NEC [3].

In our studies, the flora of the throat and feces in 20 premature infants with low birth weight
differed in many respects from the flora previously described in the literature in healthy full-term infants.
This flora was predominantly gram-negative bacilli, easily established in faeces, and to a lesser extent in
the throat; species of microbes considered normal components of oral flora (Str. Salivarius, viridans
streptococci and Neisseria spp.) were reduced or absent.

Mixed populations of E. coli, Klebsiella spp., and Bacteroides spp. were primarily found in faeces;
at the same time, this flora resembled conditions that are usually associated with formula feeding rather
than breastfeeding.

Gram-positive bacteria (aerobic cocci, lactobacilli and clostridia) have become more common
by the days they have lived. Although most infants in this study received unprocessed breast milk,
especially in the first days of life, the acquisition of lactic acid-producing bacteria in the first 4 days of
life was not seeded. The feeding method significantly influenced the composition of colonization by the
microflora of the oral cavity and intestines. Parenteral nutrition in the first 4 days of life was associated
with delayed colonization in some infants and with a limited variety of colonizing species that were not
associated with antibiotic therapy. The effect of parenterally prescribed antibiotics on the developing
flora was different.

The revealed limited sensitivity of the B. fragilis group to penicillin and aminoglycosides probably
explains their rapid spread during the first week of life in most infants. However, antibacterial therapy has
not always allowed to limit the growth of microflora species sensitive to them. For example, E. coli was
isolated during the first 11 days of life from one third of infants receiving therapy, despite the fact that all
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strains, without exception, had in vitro sensitivity to aminoglycoside in the treatment regimen. When using
antibiotics, usually by the 4th day of age, there was a rapid increase in the diversity of identified bacterial
flora species.

The use of antibiotics may partially explain the observed delayed colonization of Clostridiurn spp.
before the beginning of the 5th day of life. This colonization pattern differs from that described by other
types of microbes in healthy full-term infants, both breastfed and artificially fed.

Full-term infants who are breastfed have a large number of mixed-type clostridium in their faeces;
and their number decreases by the end of 5 days. Full-term infants who are artificially fed after birth also
soon develop clostridia and maintain a high level of colonization during the study period. In premature
infants in this study, Clostridiurn spp. appeared in small numbers shortly after birth with faeces in only a
few infants. In them, C. butyricurn and C. perfringens were more common than C. dificile. According to
the assessment, there was no evidence of systemic spread of intestinal flora. This is encouraging, because
as you know, the permeability of the intestinal mucosa in the neonatal period can be increased. On the other
hand, in the mucous membrane of the gastrointestinal tract in a premature newborn with a low body weight
in the first days of life, it is not sufficiently developed to effectively concentrate inflammatory cells and
perform a bactericidal function. The predominance of gram-negative facultative bacteria and potentially
pathogenic organisms such as Escherichia coli, Enterobacter and Klebsiella and the underrepresentation of
obligate anaerobic bacteria, in particular Negativicutes and Clostridia, in the intestines of infants before the
development of necrotizing enterocolitis are consistent with the hypothesis that dysbiosis precedes this
severe disease [14].

The analysis of microbiota samples in premature newborns requires the use of complex
bacteriological methods and requires a lot of time. In addition, the prognostic value of the distribution of
bacterial species, along with the quantification of various strains, is still unclear and requires additional
research.

1. In premature infants, normal oral microflora was detected in only 10 % of cases, whereas in full-
term infants, normal flora was detected in 95 % of cases.

2. Flora of the throat and feces in premature infants with low birth weight, gram-negative bacilli
were predominantly present, easily established in feces, and to a lesser extent in the throat; species of
microbes considered normal components of the oral flora (Str. Salivarius, viridans streptococci and
Neisseria spp.) were reduced or absent.

3. In premature infants with low body weight, the main cause of intestinal dysbiosis is the
predominance of gram-negative facultative bacteria and potentially pathogenic organisms such as
Escherichia coli, Enterobacter and Klebsiella and a decrease in the number of obligate anaerobic bacteria.
Knowing these differences will help interpret the results of bacteriological research and the use of treatment
methods for diseases of the gastrointestinal tract in premature infants.
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DIAGNOSTIC ACCURACY OF IMAGING IN THE DETECTION OF ACUTE PANCREATITIS
IN THE POSTOPERATIVE PATIENT
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The purpose of the work was to improve the diagnostic results of acute postoperative pancreatitis through the use of
computed tomography. The study included 60 patients aged from 30 to 50 years and older. All patients underwent analysis of data
from ultrasound, computed tomography. In the study cohort of patients, patients predominated after undergoing surgery in the area
of the pancreas itself, on the organs of the hepatic-pancreatic-biliary zone. Ultrasound confirmed the diagnosis of acute
postoperative pancreatitis in 27 patients, and computed tomography data confirmed acute pancreatitis in 36 cases. Among patients
with positive ultrasound results, in 22 they were true positive and in 5 they were false positive. Among the 33 patients with negative
ultrasound results, 2 were false-negative, while 31 were true-negative. The sensitivity and specificity of ultrasound in diagnosing
postoperative acute pancreatitis, using computed tomography as the gold standard, was 91.7 %, 86.1 %.

A.H. Mycradaes

JJIATHOCTUYHA TOYHICTD BI3YAJIIBALIL ITPU BUABJIEHHI TOCTPOI'O
HAHKPEATUTY Y HICJISIONEPAIIMHUX MAI[IEHTIB

Mertoto po0GOTH CTal0 MOKPANICHHS PE3yJbTaTiB AIarHOCTHKH TOCTPOTO MiCISIONEPAIiifHOr0 MaHKPEaTHTy IIIIXOM
BUKOPHCTAHHS KOMIT'ToTepHOI ToMorpadii. [lo mociimkenns Oyio BkimtodeHo 60 manientiB Bikom Big 30 1o 50 pokiB i crapiue.
Bcim marienTaM npoBOAMBCS aHA3 JAHUX YIBTPa3BYKOBOTO JOCII/KEHHS Ta KOMI'IOTepHOi ToMorpacdii. Y mocmimkyBaHil
KOTOPTi XBOPHX IEpeBayKalW MaLi€eHTH Mics MEepeHeceHoi omeparii B o0macTi MiJIUIyHKOBOI 3aJ03H, Ha OpraHax IemaTo-
naHKpeaTo-OiniapHoi 30HH. Y3/ MiATBEpAMIIO [iarHO3 TOCTpUH micisonepauiiiHuii nmaHkpeaTwT y 27 malieHTiB, a JaHi
KOMI'IoTepHOi Tomorpadii miarBepauin roctpuil mankpeatur y 36 Bumaakax. [Ipu 1bOMy, cepel MAli€HTIB 3 MO3HUTHBHUM
PEe3y/IbTaTOM yIBTPa3ByKOBOTO AOCTIDKEHHS, Y 22 BOHU OYIIM iCTHHHO MMO3UTHBHUMHE 1y 5 momminkoBo mo3utuBHME. Cepen 33
MAli€HTIB 3 HEraTUBHUMH pe3ynbratamu Y3J1, 2 Oyiau NOMHJIKOBO-HETaTUBHUMH, y TOil yac sk 31 — iCTHHHO HEraTHBHHUMHU.
UyTnuBiCTh, CHENU(IYHICTD YIBTPa3BYKOBOTO MOCHIIKECHHS y MIarHOCTHUIN MiCISIONEPAIlifHOrO TOCTPOro IAaHKpEaTury, i3
3aCTOCYBaHHSIM KOMITFOTEpHOI ToMorpadii sik 3070T0ro cranaapry ckiana 91,7 %, 86,1 %.

KirouoBi ciioBa: micisorepamiiHuii TTaHKPEATHT, YNBTPa3BYKOBE MOCTIPKCHHS, KOMII'IOTEpHa ToMmorpadis,

In the world of medical practice, postoperative pancreatitis is one of the most dangerous and
widespread complications of abdominal surgery [3, 6, 8]. Some specialists consider the evaluation of the
degree of deviations from the norm of some laboratory parameters, i.e. an increase of pancreatic enzymes
in the blood, sufficient for diagnosing this pathology, while others prefer to identify it in the diagnostic
approach with the combination of laboratory parameters and clinical signs [10, 13, 14].

High complication rate is associated with surgical operations both on the pancreas and on other
organs [11]. According to some authors, the cause of acute pancreatitis can also be an infectious factor [5].
More rarely such complications were recorded against the background of surgical treatment of gallbladder
and extrahepatic bile ducts diseases [1]. It is necessary to show some factors that significantly complicate
the diagnosis of acute postoperative pancreatitis: the presence of severe concomitant diseases, severe
general condition of the patient before, the severity of surgical intervention [15].

A factor that reduces the effectiveness of diagnostic measures is the smoothing of clinical
manifestations by analgesic therapy and the presence of symptoms characteristic of the postoperative period
[8]. Sometimes the severity of a patient with acute postoperative pancreatitis is regarded as a manifestation
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